Key indicators: single-crystal X-ray study; T = 110 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.102; data-to-parameter ratio = 13.9.
Related literature
For crystal structures of picric acid complexes, see ; Zaderenko et al. (1997) ; Nagata et al. (1995) ; Smith et al. (2004) ; Goto et al. (2004) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 Zaderenko et al., 1997) . The crystal structures of a large number of picrate salts and picric acid complexes have been studied to understand the conformational features and charge transfer processes (Nagata et al., 1995; Smith et al., 2004; Goto et al., 2004) . We report here the crystal structure of the title compound.
In the picric acid molecule (Fig.1) hybridization. An intramolecular O1-H1···O2 hydrogen bond forms an S6 ring motif (Bernstein et al., 1995) .
The molecules at (x, y, z) and (1-x, 1-y, 1-z) are linked by pairs of C5-H5···O6 intermolecular hydrogen bonds forming a centrosymmetric dimer containing R 2 2 (10) ring motif (Table 1) . Atom N4 at (x, y, z) acts as a donor to atom O8 at (-x, 1/2 + y, 1/2 -z) forming a C4 zigzag chain running along the b axis. The crystal packing is controlled by O-H···O, N-H···O and C-H···O types of intermolecular hydrogen bonds, which form a three-dimensional network (Fig.2 ). An intermolecular O2···O8 short contact of 2.828 (2) Å is observed.
Picric acid (2.29 g) dissolved in methanol was added dropwise to a methanolic solution of benzamide (1.21 g). The solution was stirred at room temperature for 2 h. Single crystals suitable for X-ray analysis are obtained by repeated recrystallization of the salt from pure methanol.
Refinement
The O-and N-bound H atoms were located in a difference map and refined isotropically. The remaining H atoms were positioned geometrically (C-H = 0.95 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C).
supplementary materials sup-2 Figures   Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Symmetry codes: (i) −x, y+1/2, −z+1/2; (ii) −x+1, −y+1, −z+1; (iii) −x+1, y−3/2, −z+1/2.
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